Abstract
RNAi-P3 and RNAi-P4, both segments were cloned into phj33, and then shuttled it 3 0 2 into the pER8. For HB52pro:GUS, the promoter of HB52 were amplified by 3 0 3
GUS-HB52-P1 and GUS-HB52-P2 and cloned into pDONR207, and then shuttled it codon were amplified by GFP-HB52-P1 and GFP-HB52-P2 and cloned into 3 0 6 pDONR207, and then shuttled it into the pGWB5.
0 7
Several plant materials were previously described: ein2-5 (Alonso et al., 1999) , HB52pro: CS909234 were crossed by CS909234 with ctr1-1 and 35S:EIN3-GFP separately.
1 3
Arabidopsis seeds were surface sterilized in 10% bleach for 15 minutes and washed with distilled water for 6 times. Then the seeds were vernalized at 4°C for 3 Histochemical GUS staining and fluorescence observation 3 2 0
Histochemical GUS staining of transgenic plants was performed as previously described (Mao et al., 2016) . Images were captured using an OLYMPUS IX81 3 2 2 microscope and HiROX (Japan) MX5040RZ. Fluorescence observation of GFP transgenic plants was imaged using ZEISS710 confocal laser scanning microscope: 543nm for excitation and 620 nm for emission. Fluorescence observation of Propidium iodide (PI) stained transgenic plants. Seedlings were incubated in 10 mg/mL propidium iodide for 3 minutes and washed 3 2 7
twice in water. The stained seedlings were imaged using ZEISS710 confocal laser 3 2 8
scanning microscope: 488nm for excitation and 510 nm for emission. Ubiquitin5 (UBQ5, At3g62250). Yeast-one-hybrid assay 3 3 9
RT-PCR and quantitative RT-PCR analysis
Yeast one-hybrid assay was carried out as described previously (Mao et al., 2016) .
The coding sequence of proteins was cloned into pAD-GAL4-2.1 (AD vector) and the
putative protein binding sites were cloned into pHIS2 (BD vector). Starch granule staining was performed as described previously (Sabatini et al., ChIP assay was carried out as described previously (Cai et al., 2014) . Competitors were commercially synthesized and free probes were synthesized
with biotin labelled at the 5' end. The coding sequence of HB52 was cloned into
pMAL-C2 and the HB52-MBP fusion protein was expressed in Rosseta2 strain. EMSA assay was performed using LightShift™ EMSA Optimization and Control Kit (20148×) according to the manufacturer's instructions. Supplemental information 3 5 8 Figure S1 . Identification of the T-DNA insertions in CS909234 (hb52). Table S1 . Primers used in this study (5'-to -3'). performed the experiments and data analyses. Z.M. wrote the manuscript. C.X supervised the project and revised the manuscript. This study was supported by grants from NNSFC (grant no.91417306, 30830075),
MOST (2012CB114304). The funders had no role in study design, data collection and
analysis, decision to publish, or preparation of the manuscript. We thank ABRC for providing the mutant seeds. 
( 1 9 9 5 ) . 
( 
B . M e r c h a n t e , C . , 
